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Supplementary Figure 1: Number of published articles reporting the uses of ‘omics’ tools in
soybean. The data was accessed from PubMed (http://www.ncbi.nlm.nih.gov/pubmed) by
searching ‘genome’ or genomics’, ‘transcriptome’ or ‘transcriptomic’, and ‘proteome’or
‘proteomic’ AND ‘soybean’ in title or abstract on 15 March 2015.
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